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Reverse Transcription

Em—Ex

gScript cDNA SuperMix & gScript XLT cDNA SuperMix

gScript cDNA Synthesis Kit
gScript Flex cDNA Synthesis Kit
gScript XLT One-Step RT-PCR Kit

PCR

One Step RT-gPCR

AccuStart [ PCR ToughMix

Direct and Multiplex PCR Master

Tag Polymerase Mixes

Hot Start Tag Polymerase

High Fidelity & Pfu-X Polymerase Mixes
dNTP Mixes

Real-Time PCR

Em—EBx

gScript One-Step SYBR Green RT-gPCR
gScript XLT One-Step RT-gPCR ToughMix
gScript One-Step RT-gPCR

UltraPlex One-Step ToughMix

Sample Preparation

Extracta DNA Prep for PCR
Total RNA Purification Kit
PCR Purification Kit

Cloning

Multiplexed Pre-Amplification
PerfeCta PreAmp 5x SuperMix
Dye-based Detection

agPCR Mixes with SYBR” Green

gPCR Mixes with EvaGreen”®

gPCR FastMixes: SybrMaster

gPCR Lyophilisates: SybrMaster & GreenMaster
Probe-based Detection

PerfeCra gPCR ToughMix

PerfeCra MultiPlex gPCR ToughMix
gPCR Mixes for Dual Labeled Probes
gPCR Multiplex Mixes

gPCR FastMixes: ProbesMaster
gPCR Lyophilisates: ProbesMaster
Dual Labeled Fluorescent Probes
Supplements

gPCR Supplements

repliQa HiFi Assembly Mix
CyClone Ligase-free Cloning Kit

Custom Service

gPCR Service

Gene Synthesis Service
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Reverse Transcription

FER First-Strand cDNA Synthesis RT-PCR

F B = E BRIERGE KEBE EREMN M 52 MR AR 2

EoLiE gScript )§LT qScript cI?NA qgScript cI?NA qgScript qgScript XLT
SuperMix SuperMix Synthesis Flex cDNA One-Step RT-PCR

CDNA EEREHE +4+++ +4++ ++ ++ +++

cDNA EMIRE <1kb <1 kb <1 kb <12kb 4+ kb

AEEMGEE 1 1 2 5 2

48 I FE B 70 min 40 min 40 min 60-90 min -

PIBt Primer $884% BER BER BER BIUBEERE -

EFH RNA iR N2 1pg-2ug 10pg-1ug 10pg-1ug 10pg-1ug 1pg-1ug

EmRAR p.4 p.4 p.6 p.6 p.6

X BE M Oligo-dT 82 Random Hexamers SR &K ; BWILEE &I Oligo-dT £ Random Hexamers %73 B &5

gScript cDNA SuperMix &
qScript XLT cDNA SuperMix Quanta®

® /A RNA #kZ B0 a] #47 First strand cDNA & A & & » =0 2iE —— pu—”
RS- CRANERRRRE ascript QB-95048-025 25 xns
e S 1{E Oligo(dT) £ Random Hexamer & & tL > FE {7 CDNA SuperMix QB-95048-100 100 rxns
CONA G EY T ERME 5 5 3' ixfF5!o QB-95048-500 500 rxns
e FEEMNEMARBE EEREEFEEES- qgScript XLT QB-95161-025 25 1xns

CDNASuperMix 45 95161-100 100 rxns

QB-95161-500 500 rxns

([ ] f_{nl)ﬁiﬁuﬁﬁ_u 'I"E_[ﬁZWEy RNA *%Z'K e
e cDNA &RLEYE A RT-PCR o RT-qgPCR FE &g o

TITTTITIT
TITTTITTT
TITTTITIT
TITTTTTIT
Randomer
Randomer
Randomer
Randomer
Poor representation of Assay 1 target sequence Poor representation of Assay 2 target sequence
with oligo(dT) primed cDNA with randomer primed cDNA

Mix of random primers and oligo(dT) prevents bias to the 5' or 3' ends of the target
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Reverse Transcription

Other cDNA Kits qScript cDNA SuperMix
© ©
RT Buffer Inhibitor  Mg?* = ] Tube
= ] Pipetting Step
Primer . . . .
= 40 Minutes (70 min for gScript XLT Supermix)
L 1 1 |
MMLV RT, Buffer, dNTPs,
Mg?*, Random primers,
[ Oligo(dT) primers,
v Make cocktail on ice-bath RNase inhibifor

....... . Add 4 ul SuperMix
v 1o RNA template

(..

PSS SSSSSS N

Add primer & lysate to
separate tube incubate &
snap-chill on ice

v

Add cocktail
toprimer/ ceee.e- ) .......
template tube

Incubate

qgScript cDNA SuperMix (right) includes all
necessary components in a single tube — just
add RNA and go! Compare this to competitor
options (left) that infroduce numerous
opportunities for error.

Incubate

gScript cDNA SuperMix Delivers Higher Yields, Improved Representation of
Low Abundance Genes and Superior Linear Dynamic Range

Cycle Threshold Normalized RFU
45
40 (i
.: I
35 <L
i T
30 " i
1000

25
20
15 & o

-2 -1 0 1 2 3 4 5 0 5 10 15 20 25 30 30 40 45

Log Initial Quantity (ng total RNA) Cycle number
Slope Corr. PCR Eff. Sensitivity

Increasing amounts of HelLa total RNA (1 pg - 1 ug)
gscript cDNA 3.625 0.998 88.7% 501g were reverse transcribed using gScript cDNA
SuperMix SuperMix in parallel with another leading supplier kit,
according to supplied protocols.

Competitor § -3.941 0.999 79.4% 500 fg
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Reverse Transcription

qScript cDNA Synthesis Kit Quantal®

® & MMLV reverse transcriptase ELE At First strand cDNA SRR oy
B R B AR 3 7 E B AR L fBEH gScript cDNA QB-95047-025 25 1xns
SuperMix &5 E i (p.4) AR BEREMEEES- QB-95047-100 100 xns
QB-95047-500 500 rxns

qScript Flex cDNA Synthesis Kit Quantal®

® N EFRA First strand cDNA &R FEXA B> cDNA &K SRR IS 9E e
EYRERE12kb o QB-95049-025 25 rxns
o T34 B A Oligo(dT) @aK) » Random Hexamers (ssr) ~ 3 & QB-95049-100 100 rxns

EZE—14 Primers #1T cDNA & fEe

® EF| GSP Enhancer &I R] B IR F+ Primers XK o

qScript XLT One-Step RT-PCR Kit QuantalEm

e ToughMix B AiTAC 75 > BE B % ¥4 PCR inhibitors N £ » SRS ag
BEEEWAES BRI IRIE  BYFERBERR RNA £i7se QB-95143-020 20 x 25 ul rxns
o IXABEALE Hot-start polymerase » & 3' - 5' exonuclease QB-95143-200 200 x 25 pl rxns

proofreading &% > 1R cDNA EY) 5 ERE 4o

e MMLV reverse transcriptase s EIRE R & A Ribonuclease
inhibitor protein » Bl &7 RNA #ZSHYTEEE 14

e cONA SR EIRIEEYIREAE 4 kb M £

Competitor @ Quantabio Competitor L Quantabio
1T 2 3 4 1 2 3 4 1 2 3 4 L oo L1 2 3 45 6 7 8 9
' ! & - 4 ko APC
L
- — - 2058 B
- — = -1502 1952 bp CFB - - - 2 kb APC
- 1052 — - — 1470 bp PP2A
i —
- ay 1019bpCFB- . - ~ 1006 bp APC
—-— - - — 094 778 op CFB— == igm — 775 bp ACTB
- 665bp ACTB— _ -. P
= —
—
—-—
— -_—
One-Step RT-PCR of varying length amplicons from 2.2 kb TcR One-Step RT-PCR of varying length fragments from
(tefracyclin resistance gene) in vitro franscript RNA. Each kit was Hela cell total RNA.
used according to the manufacturer’s recommended CFB = Complement Factor B, PP2A = protein phosphatase
procedure. 2A, ACTB = beta-actin, APC = adenomatous polyposis coli.
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Accusdtart [l PCR ToughMix

Quanta®@®

® 2X PCR Master Mix » il A DNA %z B

° Toughl\/lix BRI FATEC F5  BEB X1 PCR inhibitors #&I1ERA »
K REAHR DNA $Easo
M PCR QB-95142-04K 4000 x 25 ul rxns

BEBEYES RREE R BRYF

EY)e
e PCR EY)E]E AR TA Cloning Bz

30 cycle PCR; 1 x 10* copies TcR DNA (1052 bp amplicon)

Hemoglobin ~ Humic Acid Hematin Melanin

LC . .. .. . |

i
|

i

Inhibitor Resistance of AccusStart Il PCR ToughMix. A 1-kb fragment from
1e4d copies of the Tetracyclin resistance gene was amplified in 20 ul
reaction volumes according to the recommmended protocol. Reactions
were challenged with varying concentrations of different PCR inibitors as
summarized below. Following a 3 min activation at 94°C; PCR was for 30
cycles of: 94°C, 15s; 60°C, 20's; 72°C, 1 min. 1/56th of each reaction
was analyzed on a 01% agarose, 0.5x TBE gel conatining 0.25 mg/mi
ethidium bromide.

REBBE4EE Hot-start polymerase » R EE IEEH—

Primers BN el 1T & STRE 558 1253

QB-95142-100 100 x 25 ul rxns

QB-95142-800 800 x 25 ul rxns

30 cycle PCR; 1 x 10* copies TcR DNA (1052 bp amplicon)
Leaf Extract

1 2 3 4
L C I
—
o
| —
— — A W —
e

Inhibitor Resistance of Accustart Il PCR ToughMix: PCR in the presence
of polyphenol spike. Varying amounts of a polyphenol-rich plant
extract (0.2, 0.06, 0.02, 0.006, or 0.002 ul) were added to 25 ul PCRs
containing 10,000 copies of a control template. Amplification was
carried out for 30 cycles of: 94°C, 15s; 60°C, 20s; 72°C, 1 min. 1/5th of
each reaction was analyzed on a 01% agarose, 0.5x TBE gel containing
0.25 mg/ml ethidium bromide. As little as 0.002 ul of the crude plant
lysate inhibited control reactions with a conventional PCR master mix

Hemoglobin = 316 ng/ul, 100 ng/ul, 31.6 ng/ul, 10 ng/ul, 3.16 ng/ul (dafa not shown).

Humic Acid = 31.6 ng/ul, 10 ng/ul, 3.16 ng/ul, 1 ng/ul, 0.316 ng/ul
Hematin = 100 uM, 31.6 uM, 10 uM, 3.16 uM, 1 uM

Melanin = 10 ng/ul, 3.16 ng/ul, 1 ng/ul, 0.316 ng/ul, 0.1 ng/ul

C = adenomatous polyposis coli; L = 1 Kb Plus DNA Ladder (Invitrogen)

Direct and Multiplex PCR Master o+ Jenagosdence

® 2X PCR Master Mix » 1A DNA 17 E2 Primers Bl B 17 I fE

e Direct PCR Master EAFEY BN 2 M MERERETEIZ -
#17 PCR [ FEFR 38 51 R S 464518 DNA S ER 5 8o PCR & 2 * ..
el @AY TA Cloning BEg° = = E &
e Multiplex PCR Master 2 Multiplex PCR % FEFF 2 5t £ 8 -
Hot-start polymerase » R E4E IEE—% PCR EW)o
EREE ST s ERETE ST o

Direct PCR Master JB-PCR-111S 2 x 1.25ml Multiplex PCR Master JB-PCR-110S 2 x 1.25ml

JB-PCR-T11L 10 x 1.25ml JB-PCR-T10L 10 x 1.25ml
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Taq Polymerase Mixes 27® Jena Bioscience
Jena Bioscience 12 EARRFEE Y Tag Polymerase e | e

Ef mEHEPCRERTR(BIEFIIRE <4kb)e ﬁ ﬁ | _
ERMEEAE PCR Master Mix (M A DNA 48 Primers o= g% = 2™ %

BNE]i#4T PCR) ~ CoreKit (& PCR RIEH B AT EE S o moie

" "9
&) LUK B & Tag Polymerase © ! , hs L4 L

e Crystal Taq Master (2x) & 2X PCR Master Mix ©

® Ruby Taq Master (2x) 7 2X PCR Master Mix » I F AL BHH| E2 Gel loading buffer » a] /5 {E #7122
121F> PCR EY) R EEFETE XD

® Red Load Taq Master (5x) 2 5X PCR Master Mix » A& 4L 8 2% 8 Gel loading buffer » B] 5 {&
BIsRig(E> PCR EY T EIZBETEX DA H Detergent B1 15 EE BB DT R o

® Taq Core Kit 2B E BN PCR RFESE 4848 S Tag polymerase, dNTP mix, Crystal
buffer, Ruby buffer o

EmBiE STRBER 2k
Crystal Tag Master (2x) JB-PCR-166S 4x1.25ml(2Xconc.)
Ready-to-use. forroutine PCR JB-PCR-166L 20x 1.25 ml (2X conc.)

JB-PCR-166XL 100 ml (2X conc.)
Ruby Tag Master (2x) JB-PCR-1645S 4x1.25ml(2X conc.)
Ready-to-use, for direct gel loading JB-PCR-164L 20 1.25 ml (2X conc.)

JB-PCR-164XL 100 ml (2X conc.)
Red Load Taq Master (5x) JB-PCR-108S 1 mi (5X conc.)
Ready-to-use, for direct gel loading JB-PCR-108L 5x 1 ml (5X conc.)
Taqg Core Kit JB-PCR-2145S 200 units
Kit of thermostable DNA polymerase, dNTPs and reaction buffer JB-PCR-214L 1000 units

JB-PCR-214XL 5000 units
Tag Polymerase JB-PCR-211S 200 units
Thermostable, recombinant JB-PCR-211L 1000 units

JB-PCR-211XL 5000 units
Taqg Polymerase / Labeling Buffer JB-PCR-201S 200 units
For DNA labeling or mutagenesis JB-PCR-201L 1000 units
Sequencing Polymerase JB-PCR-206S 200 units
Taqg Polymerase mutant for incorporation of ddNTPs JB-PCR-206L 1000 units

8 | &/ EH www.blossombio.com
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°
®- @ Jena Bioscience

Py Building Blocks of Life

Hot Start Tag Polymerase

HEBE PCREBE (B2 FEYIEE <4kb) > Jena Bioscience 21t Hot
Start Taq Polymerase & a’ LU 2 E 4 JFE —1M PCR E4J° Hot Start e =
Taqg Polymerase ZE @3B €% PCR Master Mix (I A DNA #§7s &1 :
Primers BB #1T PCR ) ~ Core Kit (& PCR RIEA B A B EE B L) -
LUK B2 & Hot Start Tag Polymerase ©

Hot Start Core Kit

e Crystal Hot Start Master (2x) 2 2X PCR Master Mix °

® Ruby Hot Start Master (2x) 2 2X PCR Master Mix » A& AL B 25| 81 Gel loading buffer » B /5 B #R 22
121E> PCR EYI R BIZEITE XD

® Hot Start Core Kit ABIIEE TR PCR RERE B4 B : Hot start polymerase, dNTP mix,
Crystal buffer, Ruby buffer o £ Polymerase 45 & MM HIE SR Aptamer » S EYIIAE /B E 4 FEER
(initial denaturation) MR FE K L 2K > & Polymerase IS 7E 1%

® Hot Start Core Kit Ab+ AIF I B E GBI PCR RFEAE 8B4 8 S . Hot start polymerase, dNTP
mix, Crystal buffer, Ruby buffer o B Polymerase 45 & M N6 ELE MR Antibody » S X ¥ I8 S R &M
PEER (>92°) M EE A FER 2K > f£ Polymerase k18 7& Mo

EmRE AL 12k
Crystal Hot Start Master (2x) JB-PCR-167S 4x1.25ml(2X conc.)
Ready-to-use, for highly sensitive and specific PCR applications JB-PCR-167L 20x1.25ml [2X COﬂC.]
JB-PCR-167XL 100 ml (2X conc.)
Ruby Hot Start Master (2x) JB-PCR-165S 4x1.25ml(2X conc.)
Ready-to-use, for direct gel loading JB-PCR-165L 20 1.25 ml (2X conc.)
JB-PCR-165XL 100 ml (2X conc.)
Hot Start Core Kit JB-PCR-215S 200 units
:(ei'rc‘(:gtiifgz;fe;;inhibifed hot start DNA polymerase for high specificity, dNTPs & JB-PCR-215L 1000 units
JB-PCR-215XL 5000 units
Hot Start Core Kit Ab+ JB-PCR-216S 200 units
Kit of antibody-blocked hot start DNA polymerase, dNTPs and reaction buffer JB-PCR-216L 1000 units
JB-PCR-216XL 5000 units
Hot Start Polymerase JB-PCR-212S 200 units
Heat-activatable DNA polymerase for high specificity, aptamer-inhibited JB-PCR-212L 1000 units
JB-PCR-212XL 5000 units
Hot Start Polymerase Ab + JB-PCR-213S 200 units
Heat-activatable DNA polymerase for high specificity, antibody-blocked JB-PCR-213L 1000 unifs
JB-PCR-213XL 5000 units

0800-059668 -
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High Fidelity & Pfu-X Polymerase Mixes e easioscence

e High Fidelity Polymerase % Tag DNA polymerase £

Proofreading BEZREGR A FAEEBRRE (BRE = -
30kb) ZE GC ZERFVIEREHENR PCR K FE-

a f§-X B

® Pfu-X Polymerase & #& @B E K T2 EEHBEY Pfu DNA ‘W iy

polymerase et RENFIIIEEME - HIEEEA—K = =

Pfu polymerase B 2 &~ Taqg polymerase #J 200 f&e

EmBHE

SIRER

High Fidelity Core Kit JB-PCR-234S 100 units
Kit of thermostable pol for high accuracy, dNTPs & reaction buffer JB-PCR-234L 500 units
High Fidelity Hot Start Core Kit JB-PCR-235S 100 units
Kit of heat-activatable pol for high accuracy, dNTPs & reaction buffer JB-PCR-235L 500 units
Pfu-X Core Kit JB-PCR-237S 100 units
Kit of proofreading DNA polymerase for highest accuracy, dNTPs & reaction buffer JB-PCR-237L 500 units
High Fidelity Polymerase JB-PCR-204S 100 units
Thermostable DNA polymerase for high accuracy JB-PCR-204L 500 units
High Fidelity Hot Start Polymerase JB-PCR-205S 100 units
Heat-activatable DNA polymerase for high accuracy & specificity JB-PCR-205L 500 Units
Pfu-X Polymerase JB-PCR-207S 100 units
Proofreading DNA polymerase for highest accuracy JB-PCR-207L 500 Units
dNTP Mixes
SFEMBHEMR ONTP Mixes - 48 RP-HPLC BBMEBIE >09% @y . 2= = %
Real-time PCR ~ High-fidelity PCR » Long-range PCR ~ LAMP ~ cDNA - -
synthesis » Reverse transcription » DNA labeling ~ Sequencing & & :_55‘_ g:—% -é_}; xE:E
REHe BH O

EmaE - 2k
dNTP Mix - T0 mM Solution JB-NU-1006S 400 ul
Equimolar Mix of 10 mM dATP, dCTP, dGTP and dTTP JB-NU-1006L 2% 1 ml
dNTP Mix - 25 mM Solution JB-NU-1023S 200 ul
Equimolar Mix of 256 mM dATP, dCTP, dGTP and dTTP JB-NU-1023L 1 mi
dNTP Mix dUTP - TO mM Solution JB-NU-1020S 200 ul
Premix of 10 mM dATP, dCTP, dGTP and 20 mM dUTP JB-NU-1020L 1ml

1 O | AHER www.blossombio.com



Real-Time PCR

o— Multiplexed Pre-Amplification —e

PerfeCrta PreAmp 5x SuperMix Quantald

o 5 — I AR IE TR A M E cDNA #2s> LU#BI A 5 A BBV TR it
BERANEITELSE Real-Time PCR 2 Sequencing DT & QB-95146-005 5x 50 ul rxns
e TEHERE> 100 pg total cDNA Bl AT R &> EE Z 0] AR QB-95146-040 40 x 50 ul rxns

MK 100 BB ZER5 e
o I {ER4EAERT AT AMME L DNA x4 Primers g8fac

o IABEREBE4HE Hot-start polymerase » BEB % ¥ 1 PCR
inhibitors IN&IER > I B EEIEE—HEY-

. Prepare RNA

. Reverse tfranscribe RNA

. Pool assay primers and dilute

. Perform pre-amplification reaction

. Dilute PreAmp reaction product

. Perform individual gPCRs for each pre-amplified gene of interest (GOI)

PreAmp Process Flow

o O WON —

Extract/Purify First Strand cDNA Assemble
RNA Synthesis PreAmp Reaction
VYY?VY? PreAmp SuperMix (5x) P.11
AAAAAAR  meeee ) ......... ) ..... Pooled primers/probe assay sets (~50 NnM ea primer)
cDNA (from 100 pg to 250 ng total RNA)
‘1111% Water g.s. 50 ul
/)
qScript cDNA SuperMix (5x) P.4 H
.
AV
10 to 14 cycles preamplification
pomeeeeeeee Optional
v Exo | removal of PreAmp primers

Dilute PreAmp product

Assemble individual real-time gPCRs:
probe assays or SYBR Green

Real-time gPCR (40 - 45 cycles)

Analyze Results

0800-059668 « blossom@blossombio.com.tw | 1 1



o— Dye-based Detection —eo

Real-Time PCR

n | ] ® .

. ® Jena Blosaence
dPCR Mixes with SYBR™ Green »+® Jena Boscience
® 2X gPCR Master Mix » il A DNA ERGE SRR E i

KA Primers BN AT 1T R & aPCR SybrMaster JB-PCR-3725  2x1.25ml(2X conc.)
® ¥ H Hot-start polymerase » i JB-PCR-372L 10x 1.25ml (2X conc.)
RELIFE—HEY- gPCR SybrMaster JB-PCR-373$ 2x1.25 ml(2X conc.)
e 15 SYBR® Green & ¢ ez » i OWROX JB-PCR-373L  10x1.25ml (2X conc.)
IRMHEEEAE ROX ~ UNG (Uracil- dPCR SybrMaster JB-PCR-374S 2x1.25ml (2X conc.)
N-Glycosylase) #JE fiEiZo highROX JB-PCR-374L  10x1.25ml(2X conc.)
ROX reference dye B IR IEJF PCR [ FEFRE ) )
B (LR S LA woll £ woll gPCR SybrMaster JB-PCR-375S 2x1.25ml(2X conc.)
2B LR AASRES TR E NS D EmRE. UNG JB-PCR-375L 10X 1.25ml (2X conc.)
UNG (Uracil-N-Glycosylase) Bl f# & %A dUTP B9
DNA F B> 86 fh T RIS B AT & PCR BRI qPCR SybrMOSTer JB-PCR-376S 2x1.25ml (2X ConC.)
DNA SSRFFERAIAR IEAE R o UNG lowROX JB-PCR-376L 10 1.25 ml (2X conc.)
gPCR SybrMaster JB-PCR-377S 2x1.25ml(2Xconc.)
UNG highROX JB-PCR-377L  10x1.25ml(2X conc.)
o— Dye-based Detection —e
L] Ll ® .
dPCR Mixes with EvaGreen @ Jena Boscience
. Building Blocks of Life
® 2X gPCR Master Mix > il A DNA ES LB STRE L5 o ag
BB Primers Bl AT 1T R & QPCR GreenMaster  JB-PCR-3665 2x1.25 ml (2X conc.)
® XA Hot-start polymerase » & JB-PCR-366L  10x1.25ml (2X conc.)
RELIFE—HEY- 0PCR GreenMaster ~ JB-PCR-367$ 2x1.25ml (2X conc.)
® NE EvaGreen® &Yt 2| » I 18 OWROX JB-PCR-367L 10x1.25 ml(2X conc.)
HEE B ROX » UNG (Uracil-N- dPCR GreenMaster ~ JB-PCR-368S 2x1.25ml(2X conc.)
Glycosylase) B9 G isiEo hIghROX JB-PCR-368L  10x1.25mI (2X conc.)
ROX reference dye F] IR IEFF PCR R FEFTE B _
S0ty SR TR (L 2 5 288 el £ wol gPCR GreenMaster JB-PCR-369S 2x1.25ml(2X conc.)
2R LR SRR R R E L0 UNG JB-PCR-369L 10X 1.25ml (2X conc.)
UNG (Uracil-N-Glycosylase) AI 2 &5 dUTP 1Y
DNA F 5> 86 fh T EIBIB DA & PCR BESIR SR gPCR GreenMaster JB-PCR-370S 2x1.25ml (2X COﬂC.)
DNA SSRFIERIBR A R UNG IowROX JB-PCR-370L 10x1.25 mi (2X conc.)
gPCR GreenMaster JB-PCR-371S 2x1.25ml(2X conc.)
UNG highROX JB-PCR-371L  10x1.25mlI(2X conc.)

] 2 | B2 EH www.blossombio.com



Real-Time PCR

o— Dye-based Detection —eo

n .. . .
qPCR FastMixes: SybrMaster 8+ Jona Bloscience
® 2X gPCR Master Mix » [R iR iz 8 B 75 » ERGE ATRE g EE i

Al 30-60 73 $E5ERL GPCR ° Fast QPCR JB-PCR-3855  2x1.25ml(2X conc.)

e X FH Hot-start polymerase » & & SybrMaster JB-PCR-385L 10x1.25ml(2X conc.)

FIEE—MEY- Fast gPCR JB-PCR-386S  2x1.25ml(2X conc.)

® 92 SYBR® Green &7 o SybrMaster highROX 15 poR-386L 10 1.25mi (2X conc.)

o— Dye-based Detection —eo

qPCR Lyopnhilisates:
SybrMaster & GreenMaster "o+ Jena oscience

® gPCR Master Mix » B B &8 Rz Bz IR EoLiE STRE LS5 s
IR 8-tube strips 3k 96-well plates > 4pcR sybrMaster JB-PCR-1735 192 rxns x 20 l
EARRFINA DNA #5A5~ Primers ~7k» Lyophilisate JB-PCR-173L 960 rxns x 20 ul
BIRIE# L gPCR SybrMaster JB-PCR-1745S 192 rxns x 20 ul

o A"EMBASE EETARBEMRF 12/@A-  Lyophilisate highROX JB-PCR-174L 960 rxns x 20 l

e ¥ FH Hot-start polymerase » B EE IE dPCR GreenMaster JB-PCR-157S 192 rxns x 20 ul
H—{EY- Lyophilisate JB-PCR-157L 960 rxns x 20

® A= SYBR® Green (SybrMaster) 8¢ gPCR GreenMaster JB-PCR-170S 192 rxns x 20 il

Lyophilisate highROX

EvaGreen® (GreenMaster) & ¢ % JB-PCR-170L 960 rxns x 20 ul

SYBR® Green IR E ERMAIE (amplification efficiency) (ZE)
® g €9
@ SYBR" Green =k EvaGreen” EvaGreen® Green 2 {{t BB ARRERAR (Melting curve) #¥E (HE)

10 Amplification Plot ) 20.000, Melting Curve i
— EvaGreen® Green = = — EvaGreen® Green HiN
— SYBR® Green = — SYBR® Green |
= 15.000 i
o |J |
c ! 2 i
I3 2 i
< © 10.000 ] ’
£ i
s f
0.144814 a, Nl
01 8 5000
10 65 70 75 80 85 Tm: 90
Cycle Temperature [°C] 87.67
SYBR" Green (yellow) shows amplification 2 ct-values earlier The melting curve of EvaGreen® mixes (red) shows a sharper
than mixes with EvaGreen” (red). slope of the fluorescence intensity allowing precise fragment

determination and high resolution melting curve analysis.
e
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e— Probe-based Detection —e

PerfeCta gPCR ToughMix

Real-Time PCR

-h._
l ® 2X gPCR Master Mix » @&

€42 E KRR ET (TagMan® ~ FRET »
Molecular Beacons... ) Real-time PCR 5% I A DNA &7~

- Probes ~ Primers BIA] #E1T i &
v = ® ToughMix EFILMTEC /5 » SEB K1 PCR inhibitors #HI1E >
&%n 1 BEBEMAS EREE IRIR B EZERIR DNA 2o
o IXFBE4LE Hot-start polymerase » iR EE IFE—M PCR
\ EYo
N,_ o NEEEBAH o] S ERRIRE BRBRRE

Z B URAEHRES FRIEA I ERE

DNA JSRFAEMIBIGIEE R

EmBE HEC

PerfeCra gPCR ToughMix QB-95112-250
QB-95112-012
QB-95112-05K
QB-95113-250
QB-95113-012
QB-95113-05K
QB-95114-250
QB-95114-012
QB-95114-05K
QB-95138-250
QB-95138-012
QB-95138-05K
QB-95139-250
QB-95139-012
QB-95139-05K
QB-95140-250
QB-95140-012
QB-95140-05K

PerfeCra gPCR ToughMix, ROX

PerfeCta gPCR ToughMix, Low ROX

PerfeCta gPCR ToughMix, UNG

PerfeCta gPCR ToughMix, UNG, ROX

PerfeC1a gPCR ToughMix, UNG, Low ROX

] 4 | B2 EH www.blossombio.com

o (GBI EMRBEESIRIE TOBOEAREMERRE

o IRf’E A A ROX ~ UNG (Uracil-N-Glycosylase) HIEE fhisE 2o
ROX reference dye &1 FRA R IESE PCR [ FEFR S B A0 S S SR » IR L 00 E 2 7,58 well 82 well

UNG (Uracil-N-Glycosylase) AI 242575 dUTP #9 DNA FF 5! G TEIRIE S AT PCR BERE Y

123
250x20ulrxns ( 2x1.25ml)

1250 x 20 ulrxns (10x 1.25 ml)
5000x20ulrxns( 1x50 ml)
250x20ulrxns ( 2x1.25ml)
1250 x 20 ulrxns (10x 1.25 ml)
5000x20ulrxns( 1x50 ml)
250x20ulrxns ( 2x1.25ml)
1250 x 20 ulrxns (10x 1.25ml)
5000x20ulrxns( 1x50 ml)
250x20ulrxns ( 2x1.25ml)
1250 x 20 ulrxns (10x 1.25 ml)
5000x20ulrxns( 1x50 ml)
250x20ulrxns ( 2x1.25ml)
1250 x 20 ulrxns (10x 1.25 ml)
5000x20ulrxns( 1x50 ml)
250x20ulrxns ( 2x1.25ml)
1250 x 20 ulrxns (10x 1.25ml)
5000x20ulrxns( 1 x50 ml)



Quanta®®

PerfeC1a gPCR ToughMix overcomes a broad spectrum of PCR inhibitors

Inhibitor Common sources Competitor PerfeCra ToughMix
Polyphenols Plant extracts - v
Humic acids Soil, Plant tissues - v
Hematin Dried bloods, Blood spots - v
Hemoglobin Blood v v
Polysaccharides Feces, Plant tissues - v
Melanin Hair, Skin - v

TagMan Environmental Master Mix 2.0

Average Cycle Threshold (C,)

Path-ID™ gPCR Master Mix

Average Cycle Threshold (C,)

40 40
= CDNA only = CDNA only
35 = cDNA + hemoglobin 35 = CDNA + hemoglobin
w (DNA + humic w CDNA + humic acid
30 30
25 25
20 20
15 15
2 pg 20 pg 200 pg 2ng 20 ng 2 pg 20 pg 200 pg 2ng 20 ng
Input Quantity Input Quantity
Slope -3.409 -3.616 -3.480 Slope -3.376 -3.935 -3.258
R? -0.9968 -0.9965 -0.9989 R? -0.9968 -0.9953 -0.9989
Int. 28.14 30.77 28.92 Int. 27.07 33.93 29.32
PCREff.  96.5% 89.0% 93.8% PCREff. 97.7% 79.5% 102.7%
PerfeCrta gPCR ToughMix
Average Cycle Threshold [CT]
40
= cDNA only
35 = CDNA + hemoglobin Effect of PCR Inhibitors on gPCR of MYC cDNA.
= CDNA + humic acid Serial dilutions of gScript cDNA. cDNA alone, cDNA + 1 ug
30 hemoglobin, cDNA + 10 ng/ul humic acid (100 ng/rxn).
o5 10 ul reactions; Roche LC480; 384-well optimal cycling
for TagMan reagents: 95°C, 10 min; followed by 45 cycles
20 of 95°C, 15s; 60°C, 60 s. 0.5x MYC (FAM-MGB) TagMan
Gene Expression Assay.
15
2 pg 20 pg 200 pg 2ng 20 ng
Input Quantity
Slope -3.365 -3.267 -3.420
R? -0.9989 -0.9970 -0.9988
Int. 27.57 27.42 28.08
PCR Eff. 98.2% 102.4%  96.1%

0800-059668 « blossom@blossombio.com.tw | 15



Quanta®®

® 5X Multiplex gPCR Master Mix » BJ It B —H E R ER E 2128 5 {8 DNA BIRF5!°

o BUEAHEERE (10°) EREMENs2ER BRKERES

o FLHEIZEIKMEIESE (TagMan® ~ FRET ~ Molecular Beacons... ) Real-time PCR B> i A DNA #zs+
Probes ~ Primers BN a] #17 / fE o

e ToughMix BRI MES 5 BE B M E T PCR inhibitors INFHER B A ENEYA S ERRIGE IRIB - BYSE
B &R DNA Ao

o X ABBEALE Hot-start polymerase » B ELIFE—M PCR EHo

o AfEEMATREt AR EZL DNA # 7 Probes ~ Primers B&F&e

o [ AR BEMNREZRESRIP T BB RENBRRE-

o EMESHE ROX NEMEE-
ROX reference dye AIAIMRIESE PCR & MEFF SRR M B M (6 AL HE ST well 8 well 2R LR FFMRESR TN EDE0RE

RFU

10000 ¢ | o 4-plex gPCR
w 1-plex gPCR

Slope -3.389 -3.266
R? -0.9993 -0.9996

1000 Int. 36.18 35.08

Eff. 97.3% 102.4%

Rt

Cycle number

High efficiency, high sensitivity multiplex QPCR results with PerfeCta MultiPlex
gPCR ToughMix. Log-fold serial dilutions (10 to 1 E7 copies) of a plasmid
containing the GAPDH gene, as well as no tfemplate controls, were amplified
with PerfeCTa MultiPlex gPCR ToughMix as either a single-plex gPCR, or a 4-
target multiplexed gPCR that contained 1 E8 copies of 3 additional plasmid
DNAs (ACTB, ILT1beta, and TUBA). Quadruplicate reactions for each input
quantity were carried out in 25 ul volumes with 300 nM each primer and 150
nM each probe. Dual-labeled probes with non-fluorescent quenchers were
from Biosearch Technologies. GAPDH was detected using a FAM-BHQ1 probe.
ACTB; CAL Fluor Orange 560-BHQT; IL1beta: CAL Fluor Red 610-BHQ2; TUBA:
Quasar 670 — BHQ3. Single-plex gPCRs only contained the GAPDH primers
and probe. Cycling was performed on a Bio-Rad CFX with the following
protocol. 95°C, 2 min; followed by 40 cycles of 95°C, 10's; 58°C, 90 s. RFU
data were exported to Excel, averaged for each replicate reaction series,

PerfeCTa MultiPlex gPCR ToughMix

PerfeCTa MultiPlex gPCR ToughMix, ROX

PerfeCTa MultiPlex gPCR ToughMix, Low ROX

W é | AHER www.blossombio.com

and plotted.

QB-95147-250
QB-95147-01K
QB-95147-05K
QB-95148-250
QB-95148-01K
QB-95148-05K
QB-95149-250
QB-95149-01K
QB-95149-05K

250x 25 ulrxns (1 x1.25 ml)
1000x 25 ulrxns (4 x 1.25 ml)
5000 x25ulrxns (1 x25 ml)

250x 25 ulrxns (1 x1.25 ml)
1000x 25 ulrxns (4 x 1.25 ml)
5000 x 25 ulrxns (1 x25 ml)

250x 25 ulrxns (1 x1.25 ml)
1000 x 25 ulrxns (4 x 1.25 ml)
5000 x25ulrxns (1 x25 ml)



Real-Time PCR

o— Probe-based Detection —e

gPCR Mixes for Dual Labeled Probes a0 Jena osciece

® 2X gPCR Master Mix » il & 1% ERETE SRS f
oo ®
EKFESRET (TagMan® ~ FRET » QPCR ProbesMaster  JB-PCR-3605 2x1.25 ml (2X conc.)
Molecular Beacons... ) Real- JB-PCR-360L 10X 1.25 ml (2X conc.)
time PCR B8z DNA B2~
e PCRE&R JIA ) /_ﬁzl: gPCR ProbesMaster JB-PCR-361S 2x1.25ml(2X conc.)
Probes ~ Primers B A] i#E1T [ f& loWROX
JB-PCR-361L 10x1.25ml(2X conc.)
® $XA Hot-start polymerase - i QPCR ProbesMaster  JB-PCR-3625 2 1.25 ml (2X conc.)
RELFEIEEN- highROX JB-PCR-362L 10X 1.25ml (2X conc.)
o MRS A ROX » UNG (Uracil- gPCR ProbesMaster  JB-PCR-363S 2x1.25ml (2X conc.)
=3 JEE °
N-Glycosylase) B & an e 1% UNG JB-PCR-363L  10x 1.25 ml (2X conc.)
ROX reference dye A] FIX R IEFE PCR R FEFTE
BB I SR KB L 2 FLAE well 8 well gPCR ProbesMaster JB-PCR-364S 2x1.25ml(2X conc.)
2R URFARER AR UNG lowROX JB-PCR364L  10x1.25ml (2X conc.)
UNG (Uracil-N-Glycosylase) I X2 S H dUTP
DNA 5> 8% i T{EIBIE SATR PCR BERTR K gPCR ProbesMaster JB-PCR-365S 2x1.25ml(2Xconc.)
DNA SRR B AR 4 R UNG highROX

JB-PCR-365L 10x1.25ml(2X conc.)

e— Probe-based Detection —e
®

dPCR Multiplex Mixes »7® Jena Bioscence

® 2X gPCR Master Mix > A] jR B — ERLIE SRS L5 5E iz
B FRIFE Z15H8 >4 {8 DNA GPCR MultiplexMaster JB-PCR-321S  2x 1.25 ml (2X conc.)
BRI JB-PCR-321L  10x1.25ml (2X conc.)

o HEERTEKEERE (TagMan® gPCR MultiplexMaster JB-PCR-3225 2x1.25 ml (2X conc.)
» FRET ~ Molecular Beacons... ) loWROX JB-PCR-322L  10x1.25 ml (2X conc.)
Real-time PCR B &%~ Il A DNA QPCR MultiplexMaster JB-PCR-3235  2x 1.25 ml (2X conc.)
*ﬁ:grobes s Primers BN A]i& highROX JB-PCR323L  10x1.25ml (2X conc.)
TR

e XA Hot-start polymerase » i
REEIFE—HEY-

o IZESHE ROX WEmEEE- ‘
ROX reference dye B F IR IEJF PCR [ FEFRE -

HAEKRRLE RECHESILE well 8 wel ’ » ‘\,
!a““-

ZEURAEHRER FRIEAMEBRE-
¥ i

£/

r~

-
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Real-Time PCR

o— Probe-based Detection —e

| ] .. . .
dPCR FastMixes: ProbesMaster 2+® Jena Boscience
® 2X gPCR Master Mix » (RIRIGRIFE A > [ LTRSS o

A% 30-60 53885E Ak QPCR © Fast gPCR JB-PCR-3835  2x1.25ml (2X conc.)
o BAEITEKRIES (TagMan® ~ ProbesMaster JB-PCR-383L 10x1.25ml (2X conc.)
FRET ~ Molecular Beacons... ) Real- Fast gPCR JB-PCR-384S  2x1.25ml(2X conc.)
time PCR Ze ProbesMaster hIghROX' 5 pcr-384L 10 1.25 mi (2X conc.)
e X F3 Hot-start polymerase » o &
SIEE—MEY-
o— Probe-based Detection —eo

| ] | ] .. . .

qPCR Lyophilisates: ProbesMaster 8+ Jona Bloscience

® gPCR Master Mix » B B &L EREZERIEN 73 EEH 8-tube strips 3¢ 96-well plates 1> FEARF R EINA
DNA #&7<~ Primers ~7k > Bl o] B 1% _E 1o

o HEEEIZEKMRIFET (TagMan® ~ FRET ~

EREH ST s

MOIeCUIOr Beacons... ) Real-fime PCR QPCR ProbesMaster JB-PCR-1565 192 rxns x 20 ul
BRe Lyophilisate JB-PCR-156L 960 rxns x 20

o FRIBE R ZRTARERT 12BA°  4pcR probesMaster JB-PCR-1685 192 rxns x 20

® $XF3 Hot-start polymerase » ¥ % & 4 IF tyophilisate highROX

H—tEY-

JB-PCR-168L 960 rxns x 20 ul

o— Probe-based Detection —eo
®

Dual Labeled Fluorescent Probes @@ Jena Bioscience

Jena Bioscience BHUEEIZE DNA B i%ET (5 IHIZE Reporter
EH ~ 3 IRIEE Quencher E3t) RIS REE A SIEIE W o] 8
H:IFFIRE (<40bp)e

£/ HPLC #fi{E~ 3@ 18 MALDI-TOF S 158 AT Rz BRI >
a]f? -80°C BERTFELD —Fo

FEZEEEERIZAIE : 5-9 nmol, 10-19 nmol, 20-29 nmol, 30-
49 nmol, 50-70 nmol (EXEERKFLBREFESR) -

-l 8 | a7 4% 5 www.blossombio.com



Real-Time PCR

Dual Labeled Fluorescent Probes

5' Reporter 3' Quencher

BHQ-1°¢ BHQ-2° BHQ-3° BBQ"-650 ECLIPSE DABCYL TAMRA
Excitation Emission  480-580 nm 550-650 nm 620-730 nm 550-750 nm 390-625 nm 380-550 nm 470-560 nm

Dye max max (535 nm) (579 nm) (672 nm) (650 nm) (522 nm) (453 nm) (544 nm)
ATTO-520 517nm  538nm v v v v
JOE 522nm 548 nm v v v v
Yakima Yellow 530nm 549 nm v v v v
HEX 535nm 556 nm v v v v v v
ATTO-Rho6G 533nm  557nm v v v v v v
Cy3 546nm 563 nm v v v
TAMRA 564nm  579nm v v v v
ROX 576nm 601 nm v v v v
Texas Red 586nm  610nm v v v
oweow  wom s y Y
° Supplements °
.. . .
dPCR Supplements 3+ lena Biosdence
EmiE HE L 2k
Thermolabile UNG (Uracil N-Glycosylase) | prevention of carry-over contaminations JB-PCR-353 200 units
EvaGreen® Fluorescent DNA Stain | DA Infercalating dye for real-time PCR including HRM ~ JB-PCR-379 500 ul (100 uM)
Sybr® Green Fluorescent DNA Stain | DNA intercalation dye for real-time PCR JB-PCR-378 500 ul (100 uM)
ROX Reference Dye | Reference dye for fluorescence signal normalization JB-PCR-351 1 ml (25 uM)
Fluorescein Reference Dye | Reference dye for fluorescence signal normalization JB-PCR-355 1 mI (10 uM)
gPCR Control Kit | betection of beta-actin gene from human genomic DNA JB-PCR-354 500 rxns

0800-059668 « blossom@blossombio.com.tw | 1 Q



One Step RT-qPCR
Oo__BS
Em—ER

EoviE UltraPlex Ong-Step qgScript XLT One-ngp gScript One-Step gScript One-Step
ToughMix RT-gPCR ToughMix RT-gPCR SYBR Green RT-qPCR
ER1 5 Hydrolysis Probes Hydrolysis Probes Hydrolysis Probes SYBR Green | dye
BYE ++++ +++ ++ ++
Multiplex {&RI &2 >4 <4 <3 X
AEEEEE 1 1 2 2
EF RNA R E 1 pg to 100 ng total RNA; 10 fgto 10 ng poly A(+) RNA; 10 to 1x10° copies viral RNA
RT-gPCR EYIRE <1 kb <1 kb <1kb <1 kb
EmiiAE p.22 p.21 p.22 p.20

qScript One-Step SYBR Green RT-gPCR Quantal®

o BF|B RT-qPCR A EIEA > ol iR E—a & I 5E AL First-strand cDNA &SI E R E =8 Al

o EENA RNA RAHERE—M Primers B A #E1T R fE°

® X SYBR Green | XA E RHESEBEHNEEE R REEREEEZ (1 pg- 100 ng total RNA )e
o I ABE4LE Hot-start polymerase » B ELEIFEHE—M PCR EHo

o RMESHE ROX NEMEE-
ROX reference dye AIAARIESE PCR SR FEFT SR M B MSER- (LM E STLIR well 2 well 2R SURFAHL R E G TR A ME0R -

One-Step SYBR Green RT-gPCR with Broad Dynamic
Range, High Sensitivity and High Specificity

Normalized RFU
1000 -(dRFU/T) -(dRFU/aT)
w NTC = 100 pg
800 0.1pg =1 ng 300 & | = NTC 300
wmlipg wmliOng 0.1 pg fi
600 w10pg wm100ng ||
S
200 200 II |
400 1]
Slope = -3.472 |
100 100 | |
200 R? = -0.9992 )I |
Eff. = 94.1% vl
0 Sl 0 = i . - 0 1 .
0 5 10 15 20 25 30 35 40 70 75 80 85 90 70 75 80 85 90
Temperature (°C) Temperature (°C)

Cycle number

A 202 bp fragment of glyceraldehyde-3-phosphate dehydrogenase (GAPD) mRNA was amplified from log-fold serial dilutions of HeLa cell total RNA (100 ng
o0 0.1 pg). Eight replicate reactions for each RNA quantity, and the no femplate control (NTC) were carried out in 25 ul volumes with the gScript One-Step
SYBR Green RT-gPCR Kit and 200 nM each GAPD specific primers (PrimerBank ID 766949202, Wang, X. and Seed, B (2003) NAR 31(24): e154; pp.1-8).
Reactions were assembled on ice, fransferred to a MyiQ™ real-time detection system (Bio-Rad Laboratories), and incubated for 5 min at 50°C followed by 2
min at 95°C. PCR cycling was for 40 cycles of 3 s, 95°C; 30's, 60°C. Immediately following PCR cycling the block temperature was ramped from 60°C to
95°C and melt curve data was collected. Panel A) Amplification plots and standard curve regression analysis. Panel B) Dissociation results (melf curve) for
NTC, 0.1 pg and 1 pg reactions.
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One Step RT-qPCR

EmBE
qgScript One-Step SYBR Green RT-gPCR Kit

SIRRER

QB-95087-050

2L
50 x 50 ul rxns

QB-95087-200

200 x 50 ul rxns

gScript One-Step SYBR Green RT-gPCR Kit, ROX

QB-95088-050

50 x50 ulrxns

QB-95088-200

200 x 50 ul rxns

gScript One-Step SYBR Green RT-gPCR Kit, Low ROX

QB-95089-050

50 x 50 ul rxns

QB-95089-200

200 x 50 ul rxns

qgScript One-Step SYBR Green RT-gPCR Kit for iQ

QB-95086-050

50 x 50 ul rxns

QB-95086-200

200 x 50 ul rxns

gScript XLT One-Step RT-gPCR ToughMix

Quanta®@®

® 2X RT-gPCR Master Mix » ] 2 [& —z & 525X First-
strand cDNA &R ELE EE 2880

o FHEIZEIKMRIFES (TagMan® ~ FRET ~ Molecular
Beacons... ) Real-time PCR B &> I A RNA #&zs~
Probes ~ Primers Bl a] 1T fE

e ToughMix EF# il 5 BB & ¥ PCR inhibitors
MEER BEBEYAS BRGE -IBIE - BeYSE
B FEHE RNA Ao

o R BT HE R FIFIR (thermal cycling ) 1§14 5 7]
B EREMEER

o XABE4EE Hot-start polymerase » iR EAEIE
E—4 PCREY-

o ATHBAE L BERRERE BRBERRE-

EmiiE
gScript XLT One-Step RT-gPCR ToughMix

RFU

1000

100

= NTC = 100 pg
= 100fg wm1ng

1 pg w10ng
w10pg w100Nng

- - #l AN 4 - /4 -
0 5 10 15 20 25 30 35 40 45
Cycle number
Broad Linear Dynamic Range and Low Limit of Detection

Hemoglobin

20 25 30 35 40
Cycle number

Enables Performance in the Presence of Inhibitors

TREER 12553

QB-95132-100

100 x 20 ul rxns

QB-95132-500

500 x 20 ul rxns

QB-95132-02K

2000 x 20 ul rxns

gScript XLT One-Step RT-gPCR ToughMix, ROX

QB-95133-100

100 x 20 ul rxns

QB-95133-500

500 x 20 ul rxns

QB-95133-02K

2000 x 20 ul rxns

gScript XLT One-Step RT-gPCR ToughMix, Low ROX

QB-95134-100

100 x 20 ul rxns

QB-95134-500

500 x 20 ul rxns

0800-059668 -

blossom@blossombio.com.tw \ 2 1



One Step RT-qPCR

qScript One-Step RT-gPCR Quantat®

® 2X RT-gPCR Master Mix » AJ iR E— & EELiE SRS SR g
FR5ERX First-strand cDNA & R EE R E ascript One-Step QB-95057-050 5050 ul rxns
SRR RT-gPCR Kit QB-95057-200 200 x 50 ul rxns

o EHEIZTE KBRS (TagMan® ~ FRET ~ aScript One-Step QB-95058-050 50 x 50 ul rxns
Molecular Beacons... ) Real-time PCR RT-QPCR Kif, ROX QB-95058-200 200 x 50 ul rxns

B A RNA 45~ Probes ~ Primers
Blrl TR e

QB-95058-01K 1000 x 50 ul rxns
gScript One-Step QB-95059-050 50 x50 ulrxns
o MURBZAEBEIEIR (thermalcycling)  RTAPCRKILLOWROX o5 65050000 200 x50 ul rxns

RS ER EREEERN.

ROX reference dye & IR ESE PCR R AEFT SR E KM RELHESILE
_ L . well 8 well Z U KRR KREE - FRRME K ENERE
o IABE4EE Hot-start polymerase » B

SRELEIFE—1EPCREY-

UliraPlex One-Step ToughMix Quantalmd

® 4X Multiplex RT-gPCR Master Mix » B2 DL SRS YE P
[Fl—s &R FE A First-strand cDNA &A% UltraPlex One-Step  QB-95166-100 100 x 20 ul rxns
EERESEH BARNBEEEASE  ToughMix 05.95166.500  500x 20 11 xns
HRHo

QB-95166-01K 1000 x20 ul rxns

o B LIRE KAIRET (TagMan” ~ FRET » UltraPlex One-Step  QB-95167-100 100 x 20 ul rxns
Molecular Beacons... ) Real-time PCR ToughMix ROX QB-95167-500 500 x 20 ul rxns
E“’m_j\ RNA #:25~ Probes ~ Primers UltraPlex One-Step  QB-95168-100 100 x 20 I rxns
BV RIEAT /R FE o ToughMix Low ROX

QB-95168-500 500 x 20 ul rxns

® ToughMix EFXMTEC /5 » BEA R E 1

ROX reference dye FJ BHXIEFF PCR R FEFTEE AV E AR RELCHEBS LR

PCR inhibitors {N&I{/ER > @S Shig 48 well 52 well 2 i~ BUR REIH R EE T EERI# A R RE.
W ERERIR I IRIE B E R TEZRIE RNA
eI
o IABE4IE Hot-start polymerase »
BRELIEE—14 PCR EY- ,-’
o M EAEREIRET AT BME L RNA . ,..- - '¥‘
&7~ Probes ~ Primers fafge ; , d- A
L' . :\ f
b 8 |
. [
[*9 !
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Sample Preparation

Extracta DNA Prep for PCR Quantal®

o EFW)4R4A Genomic DNA [RERZZEV | # H % 1& Extracted Genomic DNA is Ready for PCR and gPCR
EAER G5 B R EASE R OEER without Requiring Any Additional Clean-up
7] S 3 3 n m o
F (buccal swabs ) \IER-ERELTEALEEB
= oo m0
N : Add tissue fo
- Extraction R t
® 35 HEEIKEVES A E Genomic DNA » DNA & ractontesgen

YR RABERINGIE D R BN AT B2 AR PCR »

AV
g Incubate 30 min
at95°C
Real-time PCR ~ High resolution melt analysis
(HRM) &8 Ng T : Add Stabilization Buffer

AV
o 2REHEILERME BB ORRESIREDS R -
RIEGENXEF o @} Genomic DNA

o £ 96-well PCR plate B RSB R iEH K FESS

FIEBEER maE
(thermal cycler) » B Z At SRR TR
e QB-95091-002 2.5ml
Genomic DNA ZEE & -
QB-95091-025 25 ml
QB-95091-250 250 ml
| L ] n L ] .
Total RNA Purification Kit »+® Jena Boscience
® RNA REZEHEIEAR > #R A Spin-column f§ 5 RS g
/}IL*EE’%*ET ﬁﬁﬁ Phenol g _E Chloroform > JB-PP-210XS 10 preparations
5~15 NEARETEMZMER- JB-PP-210S 50 preparations
o EFZBARAEER U0 BB AR 4% AR AR~ R~ JB-PP-210L 250 preparations
S MEER T ( nasal or throat swabs)) B Up to 100 ug RNA per preparation
wEL
L] L] L] L] .
o ® Jena Blosuence
PCR Purification Kit 3+ Jena oscienc
e PCR R FEEMAEE K E4 > #A Spin-column TREER Bk
7 mi2, 5 DHENRIRTHRACERR- JB-PP-201XS 10 preparations
BRI 4E1E 100 bp ~ 10 kb DNA R E&e JB-PP-201$ 50 preparations
o ZAU1LRE AL EYRIEAR Sequencing JB-PP-201L 250 preparations
Transfection ﬁ%ﬁ%%ﬁw Up to 20 ug linear or circular DNA per preparation

0800-059668 « blossom@blossombio.com.tw | 23



repliQa HiFi Assembly Mix

Quanta@®

BEHEERA ”“itWIJ’EJHﬂrEH DNA R E& &
ZERFYIELS BAEFER

o X
u‘$$§ ?:1{ ﬁg /u\
EIFRHIES o

o £ 1 /N\EFEIARIRFE L I1Z 6 8 DNA R ERER&
e, BEFEHRS <3 EDNA R EQ’EIJ}WEE%FEE
FEO4EHEE 15 DtERme

o HERAEAEIRT AT BME L DNA A iEfE 12
EE(EF|o

o ETHRANZIERBITME BEREEYAFLIBE
AIEESMEC S HTE S BR BN A] B 1ZE 1T Transform-
ation R f&e

o R{EEEAHK T BIRE Transformation 24
ZEMEABRSEZEHEZEHE (colonies) °

[ S

e AiR% T B3 Molecular cloning » Site-
directed mutagenesis ~ Synthetic biology *

Directed evolution %o

HE =4 283
QB-95190-010 10 rxns
QB-95190-050 50 rxns
Number of colonies
400
300
200
100

0

0.125 0.25 0.5 0.125 0.25 0.5

Undiluted (pmol) 4-fold dilution (pmol)

L w 1epliQa HiFi Assembly Mix = Competitor A e Competitor B ]

Dilution of the assembly reaction is not required - high transformation
efficiency, less hands-on time. Three DNA fragments containing 23 bp
overlaps were generated by PCR, Dpnl freated and purified. The three
fragments, 4.2 kb, 3.1 kb, and 400 bp in size, were combinedina 1:1.4:5
molar ratio. Total DNA quantities used are indicated (x-axis) and reacted
at 50 °C for 60 minutes according to the protocol. 1 ul of the undiluted
assembled products or 1 ul of a 4-fold dilution of the assembled
products was used to transform 30 ul of chemically competent cells.
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Seamless Assembly of Multiple DNA Fragments
for High Efficiency Cloning

©
Plasmid backbone
generated by
restriction digest or
inverse PCR
——
| Insert fragments
— generated by PCR,
contain 20-40 bp
—
— overlaps
- .
| u
I
——
I
—
—
— T5 exonuclease
— degrades DNA,
— 5'to0 3'
—
u
L
I
_——
I
I
e ———eg e ———— H BN

Overlaps self anneal

Polymerase fills in
the gaps between
fragments

Taq ligase seals
the nicks

Transform bacteria
and plate

Isolate and sequence

Number of colonies
5000

4000

3000

2000

1000

8 7 6 5 4 3
Number of fragments

L w 1epliQa HiFi Assembly Mix = Competitor A e Competitor B ]

High transformation efficiency results in greater number of fragments .
PCR fragments containing 30 bp overlaps were Dpnl treated, purified, and
assembled according to the protocol. Reactions contained the indicated
number of DNA fragments (0.1 pmol each) and were incubated at 50 °C
for 60 minutes. 1 ul of the reactions were used to fransform 30 ul of
chemically competent cells.
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CyClone Ligase-free Cloning Kit e+ enasosdence

o SHEXEMEABRESA 7R (EI DNA R REBIZGEE SIS s
—HB BLZREFIIESE BAEFEARIRFIEED DNA & JB-PP-110S 20 rxns
B8 (ligase) © JB-PP-110L 100 rxns

o HERMEAEIRET JBMES DNA BRAREIR 1R FEER -

o EZHEANSERTMAE BEREEYFELIBEMEEING
b HIE L R Bl o] H #5117 Transformation K fE&e

® = Transformation 4= EI¥& 81 ( colonies ) £ 100~ 1000
PR R SIE 95-99% ©

Assy Principle | CyClone Ligase-free Cloning is based on Assy Flow | 1.Prepare vector and insert DNA
generation of inserts with homologous 2. Circularization reaction
ends to the linearized vector. 3. Transformation

Quan and Tian (2009) Circular polymerase extension
cloning of complex gene libraries and pathways.
PLOS One 4:e6441

Insert fragment generated by PCR,
contain ~22 bp overlaps

Vector backbone generated by
restriction digest

v

In a circularization reaction,
vector and insert anneal
due to their homologous ends
v
Using a specially selected DNA polymerase,
the resulting single-stranded plasmids are
recircularized

v

Transform competent E. coli cells, using
standard transformation protocol, with
5 ul of the circularization reaction
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Custom Service

qPCR Service

e {E:Al/53%: SYBR ~ TagMan® « Hybridization Probe ©

o EEFN: HHCEHBHTE=-

o IEZIRA: DNA  RNA ' ESEZR S SEEREET=5%
BELUR/ D AARE

o fEREEE: microRNA EENIT-BEERIREEA L EE
Copy Number 8- FEHE2 - HmEREEN - ERBRE
B FrEEEE E S

o [MIhNARFS : v AR FRSE KA B 4N MR 4B 48 o I i 1% S P ZX Y
415 DNA ~ RNA #&7so

Gene Synthesis Service

o R B BRM Codon Optimization IR BEERERE
R

e %7& Vector 1% > A iE— M Subclone Ef57E Vector ©

o UERFEA QC BERERFY|IERY  WIRHERE FE
8 Plasmid construct map °

o AR 4 ug Plasmid (lyophilized ) ©
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Ready-to-Use

BioSamples

G BioChain®

HEE BioChain ATIFrE &BY T Ready-to-Use BioSamples |
& Genomic DNA, RNA, cNDA, Protein, Tissue

RYEm°
FEEEE

LRI ERESHABNEBEYHEIE ZIMA > @A PCR,
Real-time PCR, Northern/Western bloft, ISH, IHC % EEE;o

fr—A% B B E m A Sh Pt IR (S Y B RS B RIRRIZFR1E

AT > A BT H SRR T R IR EERRRIEX (SRR
Bk HRREFEERIRBFR

Species

Animal

* Bovine
Cat
Dog
Guinea Pig
Hamster
Horse
Human

Plant

* Apple .

* Apricot .
Arabidopsis  ®
Asparagus e
Banana .
Barley .
Beans .
Broccoli .
Cabbage .
Carrot .

Cherry
Comn
Coftton
Cucumber
Fig

Grape
Lemon
Lettuce
Maple

Gold-Standard Level Quality BioSamples

To Accelerate the Development of Personalized Diagnostics and Therapeutics

Minipig
Mouse
Porcine
Rabbit
Rat
Sheep

Nectarine
Oak
Onion
Orange
Pear
Pepper
Persimmon
Pine
Potato
Radish
Rapeseed
Rice
Soybean
Spinach
Squash
Sunflower
Tobacco
Tomato
Wheat

Tissues

Adipose
Adrenal
Amygdala
Aorta

Artery

Bladder

Bone Marrow
Brain
Brainstem
Breast
Cerebellum
Cerebral Cortex
Cervix

Colon

Corpus Callosum
Dorsal Root Ganglion
Duodenum
Embryo
Epididymis
Esophagus
Eye

Frontal Lobe
Heart

Heart Afrium
Heart Ventricle
lleumn
Jejunum
Kidney

Liver

Lung

Lymph Node

Mammary Gland
Medulla Oblongata
Nerve

Occipital Lobe
Ovary

Pancreas
Parietal Lobe
Pituitary
Placenta

Pons

Postcentral Gyrus
Precentral Gyrus
Prostate

Rectum

Salivary Gland
Skeletal Muscle
Skin

Small Intestine
Spinal Cord
Spleen

Stomach
Temporal Lobe
Testis

Thalamus
Thymus

Thyroid

Tongue

Tonsil

Uterus

Vein

Genomic DNA, mRNA, Total RNA, cDNA, Compartmental Protein, Total Protein, Tissue

Tissue Types
Normal

e Adult / Fetal / Embryo

* Male / Female

Disease

¢ Alzheimer
¢ Asthma

* Depression

* Diabetes

¢ Hypertension

« Liver Cirrhosis

¢ Lupus

* Multiple Sclerosis
* Pneumonia
Tumor

* Breast tumor

* Colon tumor

* Esophagus tumor
¢ Kidney tfumor

* Liver tumor

Product Formats

Genomic DNA
* Single / 96-well plate
* Matched Pair
e Dr. P set
e Control

Total RNA

* Single / Blofs
* Matched Pair
e Dr. P set

* Universal

cDNA

¢ Single / Panel
* Matched Pair
* cDNA Libray

Compartmental Protein
 Single

Total Protein
* Single / Blofs
* Matched Pair
e Dr. P set
* Universal

Tissue
* Paraffin / Frozen
* Single / Panel / Array
* Matched Pair
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Lab Solution — —
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Perkin
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cells in focus

Quanta®®

o @ Jena Bioscience

. Building Blocks of Life

ZAdvanced
Z'BioMatrix
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